Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.129; data-to-parameter ratio = 14.9.
Related literature
For the biological activity of benzohydrazide compounds, see: El-Sayed et al. (2011); Horiuchi et al. (2009) . For coordination compounds of benzohydrazide derivatives, see: El-Dissouky et al. (2010) ; Zhang et al. (2010) . For standard bond lengths, see: Allen et al. (1987) . For similar structures, see: Liu et al. (2011); Zhou et al. (2011); Meng et al. (2011) .
Experimental
Crystal data 
Data collection
Bruker SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.982, T max = 0.984 10464 measured reflections 2884 independent reflections 2017 reflections with I > 2(I) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.129 S = 1.03 2884 reflections 194 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.20 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. (El-Sayed et al., 2011; Horiuchi et al., 2009 ).
In addition, benzohydrazide compounds have also been used as versatile ligands in coordination chemistry (El-Dissouky et al., 2010 , Zhang et al., 2010 . As a contribution to the structural study of hydrazone compounds, we present here the crystal structure of the title compound, which was obtained as the product of the reaction of 4-hydroxybenzaldehyde with 3-nitrobenzohydrazide in methanol.
In the title compound, Fig. 1 , the mean planes of the two benzene rings form a dihedral angle of 3.9 (2)°. The bond distances and angles are within normal ranges (Allen et al., 1987) , and agree well with the corresponding bond distances and angles reported in closely related compounds (Meng et al., 2011; Liu et al., 2011; Zhou et al., 2011) . In the crystal structure, intermolecular N-H···O, O-H···N, C-H···O and O-H···O hydrogen bonds (Table 1 ; Fig. 2 ) link molecules into layers parallel to the (101) plane. The layers are further stabilized by π-π stacking interactions with centroid-to-centroid distances of 3.635 (2) Å.
Experimental
To a methanol solution (20 ml) of 4-hydroxybenzaldehyde (0.1 mmol, 12.2 mg) and 3-nitrobenzohydrazide (0.1 mmol, 18.1 mg), a few drops of acetic acid were added. The mixture was refluxed for 1 h and then cooled to room temperature. The yellow crystalline solid was collected by filtration, washed with cold methanol and dried in air. Single crystals, suitable for X-ray diffraction, were obtained by slow evaporation of a methanol solution of the product in air.
Refinement
The imine H atoms was located in a difference Fourier map and refined with the N-H distance restrained to 0.90 (1) Å and with U iso (H) = 0.08 Å 2 . The C-and O-bound H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93 Å, O-H = 0.82 Å, and with U iso (H) = 1.2 U eq (C) or 1.5 U eq (O). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.05181 (12) 0.48482 (12) 0.0378 (7) 0.0908 (11) 0.0752 (9) −0.0179 (7) −0.0097 (6) −0.0121 (8) C1
0.0300 (8) 0.0517 (10) 0.0530 (10) 0.0035 (7) −0.0052 (7) −0.0029 (8) C2 0.0411 (10) 0.0420 (10) 0.0612 (11) 0.0019 (8) −0.0009 (8) −0.0050 (8) C3 0.0320 (8) 0.0477 (10) 0.0411 (8) −0.0081 (7) −0.0005 (6) −0.0053 (7) C4 0.0308 (8) 0.0495 (10) 0.0448 (9) −0.0003 (7) −0.0068 (7) 0.0010 (7) C5 0.0351 (9) 0.0411 (9) 0.0475 (9) −0.0014 (7) −0.0055 (7) −0.0011 (7) Symmetry codes: (i) −x−1/2, y−1/2, −z+1/2; (ii) x+1/2, −y+1/2, z+1/2; (iii) −x−1/2, y+1/2, −z+1/2. supplementary materials sup-6 
